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Additional Year 2 items for Specific Aim 3: 

• The infectious clone of WIV1 was successfully constructed using reverse genetic methods; 

• Two chimeric bat SARS-Iike coronavirus strains were constructed by replacing the S gene in the 
backbone of WIV1; 

• Permission to import mice with human ACE2 to China was obtained, so as to conduct the 
experimental infections proposed in our R01 specific aims. 

Specific Goals Not Met. 

• Comparative cophylogenetic analyses of bat host and CoV RdRp and Spike gene phylogenies, to 
assess patterns of evolutionary congruence and frequency of cross-species transmission (This 
will be conducted in year 3); 

• Animal infection experiments of SARS-Iike coronaviruses were not done, because of the 
unavailability of mice with human ACE2 in Year 2. We now have secured these mice and will 
begin this work in year 3. 

• Sampling of bat and other mammalian species in markets to screen for CoVs. We will begin this 
work in year 3. 

Section C: Accomplishments: Publications 

PUBLISHED 
Xing-Yi Ge, Ning Wang, Wei Zhang, Ben Hu, Bei li, Yun-Zhi Zhang, Ji-Hua Zhou, Chu-Ming Luo, Xing-Lou 
Yang, li-Jun Wu, Bo Wang, Yun Zhang, Zong-Xiao li, and Zheng-li Shi. Coexistence of multiple 
coronaviruses in several bat colonies in an abandoned mineshaft. Virologica Sinica 31, 31-40 (2016). 

Mei-Niang Wang, Wei Zhang, Yu-Tao Gao, Ben Hu, Xing-Yi Ge, Xing-Lou Yang, Yun-Zhi Zhang, Zheng-li 
Shi. Longitudinal surveillance of SARS-Iike coronaviruses in bats by quantitative real-time PCR, Virologica 
Sinica 31(1): 78-80 (2016). 

Cristin C. W. Young and Kevin J. Olival. Optimizing Viral Discovery in Bats. PLoS ONE 11(2) (2016). 

Kevin J. Olival. To Cull, or Not To Cull, Bat is the Question. Ecohealth 13, 6-8 (2015). 

Xing-Lou Yang, Ben Hu, Bo Wang, Mei-Niang Wang, Qian Zhang, Wei Zhang, li-Jun Wu, Xing-Yi Ge, Yun
Zhi Zhang, Peter Daszak, lin-Fa Wang, Zheng-li Shi. Isolation and characterization of a novel bat 
coronavirus closely related to the direct progenitor of Severe Acute Respiratory Syndrome Coronavirus, 
Journal of Virology 90(6): 3253-6 (2015) . 

Ben Hu, Xingyi Ge, lin-Fa Wang, Zhengli Shi. Bat origin of human coronaviruses. Virology Journal12 (1): 
221 (2015) 

ACCEPTED, IN PRESS 
Lei-Ping Zeng, Yu-Tao Gao, Xying-Yi Ge, Qian Zhang, Cheng Peng, Xinglou Yang, Bin Tan, Jing Chen, 
Aleksei Chmura, Peter Daszak, and Zheng-li Shi. Bat SARS-Iike coronavirus WIV1 encodes an extra 
accessory protein ORFX involving in modulation of host immune response. Journal of Virology (in press, 
2016) 

RPPR Page 19 




