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Additional Year 2 items for Specific Aim 3: 

• The infectious clone of WIV1 was successfully constructed using reverse genetic methods; 

• Two chimeric bat SARS-Iike coronavirus strains were constructed by replacing the S gene in the 
backbone of WIV1; 

• Permission to import mice with human ACE2 to China was obtained, so as to conduct the 
experimental infections proposed in our R01 specific aims. 

Specific Goals Not Met. 

• Comparative cophylogenetic analyses of bat host and CoV RdRp and Spike gene phylogenies, to 
assess patterns of evolutionary congruence and frequency of cross-species transmission (This 
will be conducted in year 3); 

• Animal infection experiments of SARS-Iike coronaviruses were not done, because of the 
unavailability of mice with human ACE2 in Year 2. We now have secured these mice and will 
begin this work in year 3. 

• Sampling of bat and other mammalian species in markets to screen for CoVs. We will begin this 
work in year 3. 
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